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# (LNP) #4%,

=, ARHFRIRS TS RMPrimer Editor&EAAHE, IVI—mRNAK &, R B AR LR
# . shRNAHE K #HE . CRISPR/Cas/Donor&H A #E . KIrcirRNA$ L . T/NKa jig
M 4 E%, MBSTRE R , Seahorsem it EAMAN, FAL> TALHFERTF
BARS .
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N @ HEER

—. 8% ® (Lentivirus ) 8% R%

=t Rg (T = pq = =3
mEEE Hri& #a) RELE REHR
HEEZRIABRESEE 3800 20 HE=1E+8TU/ML, RREE= | EAA/ERAR, &%
(CDS<1.8Kb) 1E+8TU, EEEREXMBRE | St/AmE AL
EESZREERSEIE 4500 %0 WE=1E+8TU/mL, 2R SE= | B5R/EEER, &
(CDS<1.8-3Kb) 1E+8TU, EEERENRRSE b, L7 ki L B
HEEZRILBFSEE 5500 530 BE=1E+8TU/mML, BiRHE= | BRAVERAR, &%
(CDS<3-4Kb) 1E+8TU, ZEEEMAMERE SR B AT IE
S —— ain 20 BE=1E+8TU/ML, BiREE> | EAR/ERAR, &%
15 pUR 0y =t ) 1
7 = 8 1E+8TU, ZERMRIXRERS KAAEI AT
1. EERKRERSER
mEadE & JEIER RERE 5z
TWE=1E+8TU/mL, RESE=
CRISPR/Cas # sgRNA 12 ’ ‘ = BORAERSE, ATE
- 2200 20 1E+8TU, #%=0.5E+8TU NC 3¢ —
i BRE e
CRISPR/Cas # sgRNA (& 35 1800 %0 HE=1E+8TU/mL, BESE> | BSR/ERSE, BTFHE
X
me ( Z5Ff—) 1E+8TU, Z%E NC WREH ESEAS
CRISPR/Cas dual sgRNA 5 % 2800 %0 WE=1E+8TU/mL, BFSE= | #48/ 248, ATE
X
Bk 1E+8TU, #%E NC WRHS MHEEGRRESEE,
N —— . 20 HME=1E+8TU/ML, BRBE=> | EoRV/EELE, ATE
By = KRR E S .
e 1E+8TU, ZZERENMNERS | WHERFSHBSEIR
2. EERRIBREE%E
REEE ik JEIER RERE RELER
ShANA THB RS a5 BE=1E+8TU/mL, BiREE=
=m
(iﬂﬁ{& > 2000 20 1E+8TU, % =0.5E+8TU FAEI ¥ BLHE/EEAER
s (BT = £ 3 =P
shRNA FiiiBmEa 35 1800 20 ME=1E+8TU/ML, BESE> & O B a
(=%&—) 1E+8TU, ZEEEFAEMERE
ATFmE
s HWE=1E+8TU/mML, BRRSE= .
CasRx 18R &= a3 3 x 2200 20 ) mRNA,IncRNA, cirBNA
1E+8TU, EEERBMRFES P
EEFEBIR
3. Primer Editor 25583
e g FEHA FERE mEAR
Lenti-nCas9 18/% &5 13 1800 20 WE=1ESTUML, SRRk
1E+8TU, RAFEREEREAN.
Lenti-PE-sgRNA 1255 = 3500 50 BE=1E+8TU/mL, SRS E= M B R A ze g
3 1E+8TU, ZEERE X RRS
BRSRINVME:

1L.SBEEEAM, BER, AMRE, ®RIR15-20TEAX M,

LENRER, SRANEES, EATAHNSEE,

3. RO IHMEE R, ERET R R, RIEFREEMINEIE,

4. QB AIPrimer editorBERIBIDLVAS, HERERMAMBIERT R, BREERE,
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ZEEHM

—. 8% 3 (adenovirus ) B R%

1. TRIEPRSELE
R (I
REAE €0 RERE R R
BRI S e HWE=1E+10PFU/mL, 2RSE=
35 AFahi/EppERERE
(CDS<1.8Kb) 1E+10PFU, XFA AR ERE A A
BEREEREEES G EE=1E+10PFU/mL, BESEE=
RIS R 35 ' il U2 AT ERR RS
(CDS<1.8-3Kb) 1E+10PFU, EZAFABRERE
BEEEREEES G EE=1E+10PFU/mL, BESEE=
AR R 35 ' i PEEZ | AR smmmERT R
(CDS<3-4Kb) 1E+10PFU, EZAFABRERE
2. EERIKRIEREESR
REALE JE5 kst RERE 5z F
CRISPR/Cas % sgRNA i TE=1E+10PFU/ML, BFEE=>
N 45 ' o == T2/ R E AR
fRE 1E+10PFU, XZBsFAERIXTERRSE
CRISPR/Cas dual sgRNA 45 BWE=1E+10PFU/mL, BRSE=> | AT amaEASRS
RS 1E+10PFU, XEPoRAEIXTERmHS EREER
CRISPR/Cas Tri-sgRNA 45 WE=1E+10PFU/mML, BfREE=> | ATaWaReEENS
sgRNA RS 1E+10PFU, XFBSHBARI BRRE EFEm
3. EERRIRREES
REEE FEIEA RERE fREER
WE=1E+10PFU/mL, REHESE=
ShRNA T 45 ' T2/ mpa s E T
e 1E+10PFU, £#84 BRI RS i
HTFzh#/4m
s EE=1E+8TU/ML, BESEE= Hﬂ
CasRx BRfmE 13 45 48T, BRI mRNA,IncRNA, cirRNA
+ , =R RES
B = ZHEBIE
4. Primer Editor BRiRS83%
mEEE A%A BERE b gad]
TWE=1E+8TU/mL, SBEE= AFEREEERBAN MR
PE3b-BRimE a3 45 '
e 1E+8TU, o B RS
TWin_PE_ S e 45 WE=1E+8TU/mL, BREE= AFERBEEEEN MR
IR 1E+8TU, 2% B PR RS HART

BRmSRSNE:

1.2 RERESH, BER, HIEWERAE.

2MUNWELRY, BEANES.

3BERO. GRAL. RERE, RESEUE, SHE,

4 BEFTEEX, JUERACDSERNERMNERNEBERIBR SR
5. 8RRMES RN, A E R R,
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N @ HEER

=. BHEXES (AAV) 8%ESF

LERAFEXFHELR

e A (TER) RELE fREEE
ESpeE e L e S o WE=1E+12vg/mL, RFESE=
EERRLRERESE | o | WESIEA2GNL, BREE> AT R E T R
% (CDS<1.8Kb) 1E+12-1E+13vg Ak, XEBHFARIRIRRE
Rt Rk R e 3 1E+12vg/mL, BEsE=
ERERIEFHEXFSE 05 a5 B =1E+12vg/m fﬁ-;i&i T 2 A
% (CDS<1.8-3Kb) 1E+12-1E+13vg AliE, EIHHETRRES
FESRIRAXFSEE o5 a5 HWE=1E+12vg/mL, BREE= AT/ apE R FSE T
(CDS<1.8Kb) 1E+12-1E+13vg AliE, EFI B RES &Rik
AR R EEFIREX 0535 WE=1E+12vg/mL, BFESE= AT/ AmnERERER
REAk 1E+12-1E+13vg AliE, EF B RES Byt aRik
2EARBIREXRSEE
REaE A mELE 5 i
CRISPR/C RNA B E=1E+12vg/mL, BESE=>
as % sgRNA 30 " Hlevgm ﬁ?i BT 2 R R A
HXRE 1E+12-1E+13vg Wik, EEBH AR ERS
CRISPR/Cas dual sgRNA o5 BE=1E+12vg/mL, EREE> RATshi/ e ERmsfgE
X RE 1E+12-1E+13vg AliE, ZEEHEARIIBRE kS
%S5 CRISPR/Cas 518 30 WE=1E+12vg/mL, BRSE= ATashi/ s SRR
E3-F-AoE 1E+12-1E+13vg Ak, EESBABITERRS 3
#H A2 R CRISPR/Cas 20 HWE=1E+12vg/mL, ZFRSE= ATFahy/amaEFEses R
BEXREa 1E+12-1E+13vg A%, EESBABTERRS E3fdES
S EARIRIEHEXREE%E
REEE A mERE TRERA
shRNA FHIREXREE HE=1E+12vg/mL, BFREE>
40 AT/ mieE R T
ER 1E+12-1E+13vg A&, XEBSRABIXIERIRES ’
H 58 shRNA T IRHEX 20 WE=1E+12vg/mL, BFSE> BT ahi/HiaE RS S
mEaE 1E+12-1E+13vg AliE, EIHAETRRS Fik
AR RE shRNA FHibg 45 BE=1E+12vg/mL, RFEE> AT/ AaE RS RE
HXmEaE 1E+12-1E+13vg ik, XIS FARINIBRE BESTH
AT shin/dpa
HE=1E+12vg/mL, BREE= , -
CasRx IREXREEE 40 L mRNA,IncRNA, cirRNA %
1E+12-1E+13vg Ak, EEBH BB RES R
EFEER
4. EEBN AAV fREELE
REGE AL mELE fREEa
EEEAN AAV HRE WE=1E+12vg/mL, BFSE=
45 AT ELERERAN
(BEANFEE<1500) 1E+12-1E+13vg "Ik, XEBHFABIXTRRFS =
HE=1E+12vg/mL, BiREE=
F ST AAV RS 45 . ATHEMSERNART
ERRRE wE 1E+12-1E+13vg Tk, EEBH AR BRES L
ZH4R till BANRS HE=1E+12vg/mL, BRSE>
BRUZRRNRE 45 " FIEVOI, REE FTFARERMERBA
(BENEEE<1500) 1E+12-1E+13vg AliE, EEH AR RES
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I 2 E R

m. ARREAERAKRS

1 RIATRREE AR R

FRETE B RS E B ( TiER ) R
TETFRESEE, KEB5 80
fa s MR ZAE (CDS<3kb) BwE 30
R : i R AT A R AR
AT EEASEEANERE
Takb4ERn ZME (553 )( CDS<3kb ) Er T 30 WER RS SME RS
TS
AT EEF LB R
AP AR (CDS=3kb ) ied 40
il i I SRR
BT EEF BRI EES
bz ZHE(RIEE T RIE 124%&/CRISPR 30
B AHEWREERIE ) B a A ——
ATERAE SRNEEARE
AR AR (AR ) AAV T E/EEBA 45 e ERBH
4 o
R TR R e A
Akt R AR LNP/mRNA 3T o
¢ m ’ RS TR R AR
2. (RRIATREMBARE
PRETRE Bk RS B (TR ) 7 7
TETF RIS EE, KEB5 80
ERAREBE AR (T4 ) 1845 %/shRNA 30
RinT ¥ mEs R TR R A
TETF RIS EE, KE5 80
A= L FaEY A1) L B E/shRNA 35
FERELEEMAm RN ( TH) B /s e,
AFEERSEANEEERE
E ety ZHE (5 2
EF R AR (AR ) 1845 %/CasRx 30 et
AT EEF BRI R
(RFATABE A AR ( AR ) 1845 %/CRISPRI 40
BRI " mE ! M R A
BT EEF LB K R EES
iAFaEEY ZHE (5 24% & /CRISPRoff 30
(R ARABE A RATRE ( AR ) BE 0 e
AT EEE SN AmE
R ATARE MM RARE (AL ) 185 3/CRISPR 45 e ERH
4 o
3. EEREMaRIE
FRETE EE RS B ( TiER ) 57 7
Bk AERE EI RN S BT
=l 30
SRR ARIR IAAV/BS5% 35 /VLP/LNP HEEER
AT LncRNA, cirRNA Z3E4
RPN AFES AAV fFE 30
HEE B #E e
1@ 3T Primer editor 2 HDR ( &
55 B Er NS ARk g 2 Bk E/AAY 5 E 40 BEASALIGHE RERE
NSEE M
FRARES/ NS S5 B R A48 28 5, Primer
BRI 4 30
REMIHHR /AAV 55 editor TMEEA SRS
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I 2 E R

A, EEEHMHEAERAKRS

R 55 &R FE1HB RENE
siRNA & B 5-7d ER—&IW$E siRNA, ERIIE R
siRNA &8¢ ( =F—) 5-7d A= &WEE siRNA, BtENE R
Wk, & mRNA &4, dFRkiE miBNA, BTk
microRNA mimic 5-7d -
=uj
gk, AR miRNA #IE4, #ME miRNA, AF4EEsE
microRNA inhibitor 5-7d
%
, , Wk, SRLFEHEDN miRNA EEhH, BFAmRz
microRNA agomir 10-15d
) ) Bk, SRALFEERN mBNA SEF, BFamfizh
microRNA antagomir 10-15d
SEHE, 5EK %e, TEATHREY
e ASO 5_7d BEEZER, SEN mRN~A FEH T Mm%
mRNA T2k
bt e 1 B sgRNA &4h &R, FATF515 CRISPR/Cas &4 xtHIY
SORNA B R SME 23w EH % mANA 2]
AEH | FE B 1, [A]
EEAR 1w RIEERNERRFT, ﬂc;‘ {ﬂmgﬁiﬂ ATEMER
FikifE
cDNA & ( <1.8Kb) 1-2w KEEMRFE, #A=E2 Bt t, ATERTRIE
cDNA 52 (2-5kb ) 2-3w KEEMAE, #ARE2BHREELE, ATFERTRE
cDNA 3=p# ( 5-8kb ) 4-B6w KEBBEBFE, AREIBRFREE L, ATERTRE
A ey TSR A B
e E'*’jﬁﬂﬁ (Aexon+ 1-ow A EEIBAINETFH B RS BFREER
REERERIAHEHE 1-2w RIBNFESR, Wi AEEMBERRESRIE
WIEFEEES BT 1-2w RIENFER, WENBFESESEHHKE
hRNA s EBR s, &It ERh LK, miRE
Bl S A 1_ow RIE s YRR L ‘uvl'lil%l ik, ATRIRE
B [E] #hSETE
k rl." EI‘E‘ EE\ ‘|EE.~ ===
2 2 A SRR CDNA S5 ( <1.8Kb | 1 —ow KB R, HRED ‘fﬁﬁ'ﬁ REXTRE. IRRE
EHE L
F rl.’ El ‘nE. EIE‘ 2L ) EIE‘ | =
o S ( 1.8-4.5Kb ) 3 dw FEREMR B #ﬁﬁéﬁn ‘rﬁa IRHEXTRE. RS
SEHEE
HAABRERIT 2-3w WAL REEEF, SUENEREEAARIA
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HAHRHEEHF 2-3w BEHANBREERTF, TMEEHANERBITE
BERERIEHEHE 2-3w Bt tet IESBEF, THENERFSRIEASTE
BSRRAHEGE, RABNERNSSTRIBS
S pgy | FEURERIGE, SOAOEEOFS T
BB RIE
HEEETFRIASRE, STENEREBETEERSERE
£ 355 kA 2-3
TRk b W -
BEALEHIEE TR EMIEXT B EE#H1TH
T — 10w RiE g ThEE :ﬁTEM TEET R
P
5 £ , SE ik, SH mi s
S ——— | —ow KEBEMRE #ﬁ@ﬂ?hﬁ%t SEI miRNA 3T
Riko
miRNA Sponge #; i 1-2w ¥3% miRNA Sponge &k /751, LI miRNA &R
miRNA Z5& i & fit i 300-500bp I RS
IRNA £ 4 i 5 - W30k S 2 -
mMiRNA 4 & &= -FR EEHEHE 1-2w OMIrGLO g psicheck2 &4k
iRNA “Seed” & fisZeas | pmirGLO
MIRANA & fr ST MAEEREEE | 1-2w MIRNA "Seed” &L ARTEHEE pmirGLO =
psicheck?2 #ifi
BEFFFIHN, #EE pGL4.10-luciferase i, B
= 2 F—lucif RN 2-3
BahF-luciferase HiftE W -
BEI T3 -luciferase E{FaE 1-2w RIBERETEAMS, HMEBHTFAARTHIAE
X 58 F R 5T, #93E7E pGL4.10-luciferase Eiff, F
1858 F—lucif RN EAFES _
uciferase & HH 2-3w FREBRERTRESERETEA A
138 F 2 —|uciferase EH{FHaE 1-2w RIBEREFLESME, HEEERFAARTEHME
_ _ A .;. = ‘j( 8
p——— o 3w R1E scFV F7%l, #9% Car-T/Car-NK & {2RSRiEE
THE
HEEIMERTER, SFmEIS, T7 BE1F,
MRNA-IVT kb R ki 2-3w 5UTR, 3UTR, polyA &TieE, BFdMERRE
LNP 13
BT mito, Cox8 HF&MEEIMS SR, HELRN
2 g i T R B A 2-3w
etk E g E "
IERE AL E 2-3w BIEMEEME S, MEBREMRIEEE
LncRNA Rik#k ik 2-3w KB BEWRE, &itHFRE2 BirsiE
LncRNA REIE{E, Sl B LncRNA &
S p— o_aw R Lnc AEER, HMESRERER Lnc B

RS Rk
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_ s - s .
CircRNA 1% 22 2_3w R#E CircRNA FE351, lzvl"#ﬁl&@])ﬁﬂ'ﬁﬁti, xziE
IR RNA
. = . 1R#E CircRNA REIEL, MEAREREER CircRNA &
CircRNA B{E iz 2-3w RSB Sk
CircRNA 5P IR TRIE K g3 2-3w R#E CircRNA 31, &SN IR B
shRNA itz 1-2w ST EERER/EAERBRYTHRMN, AFERTIE
N N v e
dual_ShANA S ow & 2 MR E/ARBE ISR E, ATLE
Fit
CRISPR-Cas9 sgRNA #h stz 1-2w S=1 R EEEZH DNA B9 gRNA Ffr, FATERBRR
CRISPR-Cas12a sgRNA ik 1-2w =1 EEELH DNA 19 gRNA B, FATFEERE
CRISPR-CasRx sgRNA g {3 1-2w & =1%8[5 mRNA # gRNA G, ATEESR
& 2 AEREEE AT gRNA B, E31 £3
CRISPR—Cas9 dual sgRNA #ifkigz 3-4w &2 TREEEIN g Fﬁ{fﬁ AT REERSER
>~ 3 ANEOS F £ i, -
CRISPR-Cas9 Tri-sgRNA #i{ktz 3-4w & 3 TiRE BHERN gRl\lA B AT RERAREE
S =N EEE £ £, JEAY
CRISPRa %ty 12w E=/1MHRBEIFXIERN gRNA Bk, A FRERER
=4 BEES 3 B Hi, TEA
CRISPRI % g3 1_ow a=1 %EF‘JFZ#J?IZﬁRE’JE:;A kL, AFRERER
UL
5 = $R e ¢ T, ERY
onCRISPRa 2y 1—ow E= e e FXIE A gRNA Bk, ATRERER
S = 50 (5 1Y oy I, pEEL
enCRISPRI 2k tgsE 1—ow E=1EmE ﬁ?IZiEﬁE’]E:j;\lA B, ATHiREBER
ULE
EHEBIN Donor #iktaz 1-2w %1t sgRNA #k{4<#0 HDR-Donor £k, HAFEEEAN
pegRNA FEolgitf#EidigE, ATEREEERBA.
Primer Edit RNA st 1-2
rimer Editor peg ki E W -
R &—1 pegRNA, 14 sgRNA £if&, ATEREER
PE3 — 2-3
kR (%) W AL MR A
TwinPE #{&faz 2-3w & 24 pegRNA, ATFEREERBAN. MRS ARTET
HEART (BH) 1-2w ITEEFITRRERT
HEART (58 <5) 2-3w A HITESRHERT (5 <5)
RE G 1-2w ik BRI TE
WERmA 1-2w HiE LRRNSBOWEE
TR EHERRHB TR 3-5d JEHIE =35ug, RE =500ng/uL, FA-TFZRBaEESR
RSB ERN KR 3-5d JRHIE =500ug, REXTF=500ng/uL, FATHmEEL
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— -
A, BRITRRS
il PE3 et REANE
QPCR #ill 2w BN ERFRESH TR ST
WB & 2-3w B EBREEFHITHRN S
Seahorse B gE= i 1w *t B 28 i Xt ECAR/OCR 448
T/NK £ B g 245 3288 2w FH RTCA 17 % 40 i x+ Brhyeg 20 R 15 48 i
4HR STR &% 1w AR STR 4B
circRNA 450 % 3-4w {51 % circRNA FE4iit
RNA-LNP %% 6-8w 50 IVT #1%& RNA, g, &5 LNP
DNA-LNP %% 3-4w KEH&Ff DNA, B3 LNP
WKL, EMER/ERIERNT/EFTIRERESHITIRA,
EEEAALRS () 34w i SRR/ T LIRBAT TR

#i{t > 80%, EAMFM>1mg

t. ERREMTmi A

FERER 55 N
EIPUR 3PN LB ENEE, UREERREY
B EENA 5C231000551 ERSREFEFRTHRERSNEE, URBEREMEE
B2
BRERERAE GC230100531 AFEmELERIMIREREERN, $4 TU/mL
AAV BERFE GC231000498 ATF AAV R E EiERERAERE BN, 24 vg/mL
187% S5 SRR AFIERBRE MR BRI R, LHMERR MRS
GC231000538
GC-LVreinforcer el
3 . ZUAEN AR R E A DNA, T EA TR S EMMEER
E L AR GC231000459
Al TE
Genecarer Seamless Cloning and GC231000563 ) )
_ THETIER, ATREENRE. ZHREA
Assembly Kit (A101-01)
GeneCarer 2 x Tag Advanced GC231000553 .
_ Ei# PCR mix, AFHFrebEstlaismsleE
PCR Master Mix ( A301-01)
Genecarer RT SuperMix with GC231000554 ERARPETRFAE, EHAT PCRIE., cDNA X EREM
dsDNase ( A502-01) #. EESM RT-qPCR #&il
GeneCarer 2 x HiFi HotStart GC231000559 o ) .
_ =®RE PCRmix, AFHFrEIKHFRTE
SuperMix ( A202-01)
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e = E R

HERE EBHEiE
BL IR A 10 5 K R 53 1R 588 355 3

siRNAR (3R ESR

¥1200.00

3% PATERSER 10D
FAM#RicPA143$EE 10D
PATEXFER 10D

i A# TR ANRIESIRNAL &1,
PEER280.00

SshRNAS AR ER
¥1800.00

3% : shRNA-XFEBN CE ik
B2ugHh. FRE. HihE

FEEWIIANXE, TRBERRIL

CRISPR/Cas# i1 (3R 1 E R

¥1800.00

3% : CRISPR-NC#i{&
B2ugHN. FRE. RS

#&i*:nCas9,dCas9,Hifi-Cas9,
Casl2a,CasRxE& MR H AR

ASOG (4% ER

i1t
Tgi% : BAtERSER 10D

&3F. TWi#{T2'OME, LNA, BERZEN

miRNA mimics/inhibitor
4 m20D/45nmol

+300.00

M¥i%:0.50D 3} 58

&iE: THRITEMERNERLEEN

MMSTREE

¥750.00

Wi A

£E: AMK21-230STRESLE

MRAEBER(—)
-miRNASE ) 3 (K #3 18

+2000.00

EmiRNAE A (L R B FHE
miRNAE R S R T H (FHE
miRNA mimics/NC&

MEARHER(D)
-¥REF/ R FRIE

+x3500.00

BREFHENE
RREFHEME
BERERBHE

MEAEBERS)-
miRNASSEERENE AL FHIR

¥4980.00

EmiRNASRI TN/ &R/ REEH
[mimics&R/NCEH

B AR
luciferaseflucfEE

BRAEHFEE (CDS<1.8kb )
¥3800.00

Mgix : RANRIEHS

BHIFNE, FS

BE, R, BELN, RS
T EMERF. A RS
#15000+¥ 5ZORF1ER

FHEFELE (371
¥6400.00

Mgix NCHEERS

SHEWE, RS, REAWK, BE
18, BiG

&1 . BMshRNARRIEXE, (RIEMRNA

KETFIHRBE, W ETE

MR EFEEA% (3R1)
¥6600.00

TgiE NCHERIERS

SHEME, RS8R, REAL,
TR, Fis
&3 RIEsgRNALN IR =
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ARERREDRRBREAE

xEitl: EEEAELTSHEERKE2SERME
BUFRE 3

2EWBIE: 029-84613682

BXEQQ: 2782468779

HBFHEFfE: gene_carer_sales@163.com




